jetCRISPR® - a novel RNP transfection reagent for efficient genome editing
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10 nM 20 nM 30 nM NT: Non tranfected, ET7: Endonuclease T7, NC: sgRNA negative control, H: sgRNA HPRT1 Lipofectamine and CRISPRMAX are trademarks of Life Technologies Corporation.
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Optimal RNP concentration for efficient genome editing. RNP transfection was performed in HEK293 or A549 cells using different concentrations of RNP (Cas9 and HPRT1 sgRNA) with 0.3 pl of
jetCRISPR® reagent, per well of a 96-well plate. At 48h post-transfection, genome editing was assessed by calculating the percentage (%) of INDEL using the T7 endonuclease method. The INDEL % was
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